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Where can I find 
workflows?

Platforms / community 
repositories

GitHub Publications
Murigneux, V., Roberts, L.W., Forde, B.M. et al. MicroPIPE: 
validating an end-to-end workflow for high-quality complete 
bacterial genome construction. BMC Genomics 22, 474 (2021). 
https://doi.org/10.1186/s12864-021-07767-z

Lott, M. J., Wright, B. R., Neaves, L. E., Frankham, G. J., 
Dennison, S., Eldridge, M. D. B., Potter, S., Alquezar-Planas, D. 
E., Hogg, C. J., Belov, K., & Johnson, R. N. (2022). 
Future-proofing the koala: Synergising genomic and 
environmental data for effective species management. 
Molecular Ecology, 31, 3035– 3055. 
https://doi.org/10.1111/mec.16446

Data Repositories

IWC -Intergalactic Workflow Commission

Search engines

https://doi.org/10.1186/s12864-021-07767-z
https://doi.org/10.1111/mec.16446


Overcome a distributed, 
fragmented and 
variable world... 

Use a registry

Central 

Integrated

Searchable

Standardised

Citable

Interoperable

Rich metadatahttp://workflowhub.eu
http://workflowhub.org 

http://workflowhub.eu
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WorkflowHub: a registry for computational workflows

Gustafsson, O.J.R., Wilkinson, S.R., Bacall, F. et al. WorkflowHub: a registry for computational workflows. Sci 
Data 12, 837 (2025). https://doi.org/10.1038/s41597-025-04786-3 

https://doi.org/10.1038/s41597-025-04786-3


Wilkinson, S.R., Aloqalaa, M., Belhajjame, K. et al. Applying the FAIR Principles to computational workflows. 
Sci Data 12, 328 (2025). https://doi.org/10.1038/s41597-025-04451-9 

A first step for making workflows FAIR

https://doi.org/10.1038/s41597-025-04451-9


1,337
Workflows

26 
System types

1,117
Users

355
Teams

33
Collections

3,669,916
Views

728,597
Downloads



Any discipline, any language, any maturity



WorkflowHub acts as a 
Hub for workflows

How?



WorkflowHub figure by Carole Goble and Xenia Perez-Sitja
Gustafsson, O.J.R., Wilkinson, S.R., Bacall, F. et al. WorkflowHub: a registry for computational workflows. Sci Data 12, 

837 (2025). https://doi.org/10.1038/s41597-025-04786-3 

Ease of access 

Development and versioning

Welcoming all workflows

Annotating workflow purpose

Discovery and understanding

Execution / reuse

Attribution and citation

System agnostic
Native repository support
Git integration 
Versions, any stage of development 

Links to docs, test data, reference data 
Multiple artefacts types 
Metadata extraction & standards 
Bio.tools integration 

Author credit, citation and workflow attribution
DOIs & ORCID, integration with DataCite

Supporting
the workflow 

life cycle
Supporting the workflow life cycle

https://doi.org/10.1038/s41597-025-04786-3


WorkflowHub figure by Carole Goble and Xenia Perez-Sitja
Gustafsson, O.J.R., Wilkinson, S.R., Bacall, F. et al. WorkflowHub: a registry for computational workflows. Sci Data 12, 837 (2025). 

https://doi.org/10.1038/s41597-025-04786-3 

Supporting
the workflow life 

cycle

Using global 
and community 

standards

Common workflow description 
independent of platform

Abstract CWL
https://www.commonwl.org

Common metadata about the 
workflow, tools & parameters

https://bioschemas.org/
https://edamontology.org/

https://citation-file-format.github.io/

CITATION.cff

FAIR Digital Object format 
packaging workflows, metadata, 

companion data objects, logs
https://www.researchobject.org/ro-crate/

https://github.com/ResearchObject/workflow-run-crate 

Standardised machine processable metadata
For reproducibility, metadata matters!

https://doi.org/10.1038/s41597-025-04786-3
https://www.commonwl.org
https://bioschemas.org/
https://edamontology.org/
https://citation-file-format.github.io/
https://www.researchobject.org/ro-crate/
https://github.com/ResearchObject/workflow-run-crate


WorkflowHub figure by Carole Goble and Xenia Perez-Sitja
Gustafsson, O.J.R., Wilkinson, S.R., Bacall, F. et al. WorkflowHub: a registry for computational workflows. Sci 

Data 12, 837 (2025). https://doi.org/10.1038/s41597-025-04786-3 

Communities

Repositories

Support services

Platforms

Publishers

Scholarly 
services

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

https://doi.org/10.1038/s41597-025-04786-3


Ecosystem execution & monitoring

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

TRS API
“Webby” 

FAIR Digital 
Object format



Scholarly publication

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Knowledge 
Graph



WorkflowHub doesn’t replace community and dev 
repositories, it works with them (+ versioning!)

Complete author list 
(in correct order)

DOI

License

Annotations
Diagram

Structured 
documentation 
imported from 

GitHub

Samaha, G., Chew, T., Willet, C., & Deshpande, N. (2022). GermlineShortV_biovalidation. WorkflowHub. 
https://doi.org/10.48546/WORKFLOWHUB.WORKFLOW.339.1 

Overview, files, 
and related items

GitHub link

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

https://doi.org/10.48546/WORKFLOWHUB.WORKFLOW.339.1


1. Register yourself on 
WorkflowHub

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

Streamlined 
processes

Register



1. Register yourself on 
WorkflowHub

Space

Team

Organisation

2. Create a team, or join an 
existing team

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

Streamlined 
processes

Create a team, or join an existing team



https://www.researchobject.org/ro-crate/ 
https://w3id.org/workflowhub/workflow-ro-crate/ 

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

Streamlined 
processes

Upload workflow

3. Upload 
workflow

https://www.researchobject.org/ro-crate/
https://w3id.org/workflowhub/workflow-ro-crate/


Workflow type

Update description if needed

Add EDAM 
ontology terms

Teams

Add license (auto if license in GitHub)

Set visibility

Custom tags

Edit creators

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

Streamlined 
processes

Complete metadata

3. Upload 
workflow

4. Complete 
metadata



Add context: SOPs, data, tools, workflows

3. Upload 
workflow

4. Complete 
metadata 5. Add context

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

Streamlined 
processes

Other 
workflows

Publications

Presentations Tools

Data files

Documents



Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Faithfully 
representing 
workflows

Streamlined 
processes

Review entry

3. Upload 
workflow

4. Complete 
metadata 5. Add context 6. Review entry



A data model that reflects the real-world 
collaborations that create workflows

Space

Team
Workflow

Workflow

Workflow

Publication

Document

SOP

Collection

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Streamlined 
processes

Fit-for-purpose 
data model

Faithfully 
representing 
workflows



Space

Team

A data model that reflects the real-world 
collaborations that create workflows

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Streamlined 
processes

Faithfully 
representing 
workflows

Fit-for-purpose 
data model



Note: these structures are flexible

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Streamlined 
processes

Faithfully 
representing 
workflows

Fit-for-purpose 
data model



Wizards and streamlined processes

Set up Workflow upload Metadata entry

DOI minting
Via DataCite

Creating 
Collections

Registering context 
documents

i.e. SOPs, publications

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Streamlined 
processes

Fit-for-purpose 
data model

User support

Faithfully 
representing 
workflows



FAIR workflows 
(WCI)

User engagement, and training

WorkflowHub Club Webinars / 
Workshops

Gustafsson, O. J. R. (2025, June 4). Make 
your computational workflows findable and 

citable: WorkflowHub BYOW workshop. 
Zenodo. 

https://doi.org/10.5281/zenodo.15588745

Wilkinson, S.R., Aloqalaa, M., 
Belhajjame, K. et al. Applying the FAIR 
Principles to computational workflows. 

Sci Data 12, 328 (2025). 
https://doi.org/10.1038/s41597-025-0

4451-9 

Single 
GitHub 

repositories

Workflow 
language 
specific 

registries

Publications

Workflow 
organisations

Research 
consortia Infrastructure 

efforts

https://s.apache.org/workflowhub
-minutes 

Integrating with 
the global 
ecosystem

Supporting
the workflow life 

cycle

Using global and 
community 
standards

Streamlined 
processes

Fit-for-purpose 
data model

User support

Faithfully 
representing 
workflows

https://doi.org/10.5281/zenodo.15588745
https://doi.org/10.5281/zenodo.15588745
https://doi.org/10.1038/s41597-025-04451-9
https://doi.org/10.1038/s41597-025-04451-9
https://s.apache.org/workflowhub-minutes
https://s.apache.org/workflowhub-minutes


Use 
cases

https://workflowhub.eu/programmes/8 https://workflowhub.eu/programmes/22 

https://workflowhub.eu/programmes/33 

https://workflowhub.eu/projects/12 
https://workflowhub.eu/projects/15 

https://workflowhub.eu/programmes/25 

https://workflowhub.eu/programmes/8
https://workflowhub.eu/programmes/22
https://workflowhub.eu/programmes/33
https://workflowhub.eu/projects/12
https://workflowhub.eu/projects/15
https://workflowhub.eu/programmes/25


ERGA-BGE
Cite workflows in methods section of genome reports/papers, credit workflow developers

https://doi.org/10.3897/arphapreprints.e154773

https://workflowhub.eu/collections/26

Slide credit Tom Brown

https://doi.org/10.3897/arphapreprints.e154773
https://workflowhub.eu/collections/26


ERGA-BGE
Collect workflows and best practices from the Reference Genome Community of Practice

Slide credit Tom Brown

WM Language-agnostic 
pipelines for generation of 
high-quality genome assemblies 
and annotations

Collected from and developed with 
the community of researchers 
developing and implementing 
workflows for assembly and 
annotation of reference genomes

Training and capacity building

ERGA space in WorkflowHub



ERGA-BGE
Reuse existing datasets, curated workflows and the Galaxy workflow infrastructure: 

launch automatically via WorkflowHub,  collect metrics

Slide credit Tom Brown

Automatically import workflow to 
Galaxy current dataset history ready 
for immediate execution



Some challenges and observations
Registration - getting it!  Even for projects funded to do so

Automate from GitHub, nurture community champions, BYOW sessions

Metadata - getting it!         

Automate from GitHub practices, partnerships with WfMS developers

Range of Workflow forms

From HPC where the machine matters, simulations where the run set up matters, to R and Python 
scripts

Registry / Repository

A record of active software held elsewhere vs file and forget archive

Bot Battering

Open comes with a down side - AI bot attacks



Some plans and prospects 

Sustainability

Service for National and International Infrastructures: European (ELIXIR, Eurobioimaging..), 
European Open Science Cloud, Australian BioCommons…

Integrations and Discipline widening

Crosswalks with other registries (Lifewatch, MethodsHub, DockStore…)

More added-value features using the power of AI

Full fat FAIR workflow support, metadata acquisition and curation, workflow similarity tracking … 
Smoothing support

Embedded into Journal, Funder and Policy maker FAIR practice

FAIR Workflow management planning

Community champions network
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